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Rose yellow mosaic virus (RoYMYV), as a member of the family Potyviridae, infects rose species and

shows yellow mosaic symptoms, but its mode of transmission in nature is not yet known. Most potyviruses are

transmitted by aphids due to characteristic motifs in both proteins, HC-Pro and coat protein, encoded on the
genome, but these are absent in RoOYMV. Instead, RoYMYV has been found to have a motif in its HC-Pro that

are related to rust mite vectors. Therefore, in order to search for the vector of this virus, the possibility of

transmission by Phyllocoptes fructiphilus, which was found on rose in Japan, newly, was investigated in

comparing to Myzus persicae. Viruliferous insects were allowed an inoculation access feeding for 1 to 2 weeks

to leaf discs prepared from rose and Chenopodium quinoa, respectively. The results of RT-PCR tests after 14

days revealed that 45% of P fructiphilus were positive in rose and 93% in C. quinoa, although none were

detected in M.persicae. When viruliferous P.fructiphilus was allowed to inoculate access feeding to healthy

individual C. quinoa plants, 11% of the plants tested were positive for the virus by RT-PCR after 35 days.

These results suggest that P.fructiphilus may be a possible vector of this virus.
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a novel member of the family



