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IS THE CELL ENVELOPE TOL-PAL SYSTEM OF EScHERICHIA cOLI INVOLVED IN FLAGELLATION?
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Uropathogenic Escherichia coli invades host cells to form biofilm-like intracellular bacterial

community (IBC), which requires flagellar motility. Recently, to/B has been found to be involved in IBC

formation. TolB is a periplasmic component of the Tol-Pal system implicated in the integrity of the

bacterial envelope. Further analyses suggested that TolB is responsible for efficient formation or

maintenance of the flagella. In this study, I examined whether TolB is directly involved in flagellation. I

examined whether TolB affect the outer rings of the flagellar basal body and whether TolB localizes in

the vicinity of the flagellar basal body.
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BREZHE LWz R ashie. 22T, RLF 7 A
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