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STUDY ON THE GENERATION OF A PSEUDOGENE OF recA IN THE PHYTOPLASMA GENOME
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Phytoplasma is a phytopathogenic bacterium that causes characteristic symptoms such as phyllody and

proliferation in the infected plants. Phytoplasma loses many genes from the genome in the process of its

evolution. As a result of sequencing full length recA genes from multiple phytoplasma lineage, I found that

the processes of the generation of a pseudogene were different among phytoplasma strains. Although recA

genes from several phytoplasma strains encoded a full length of the RecA protein, their gene products

exhibited no recombinase activity in E.coli.
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(3) RecA DIEPEFRBA(in vitro)
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