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TRANSCRIPTION FACTORS REGULATING THE GENES
ENCODING CHEMORECEPTORS OF ESCHERICHIA COLI
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In the chemotaxis of Escherichia coli, four methyl-accepting chemotaxis proteins (MCPs), i.e.
Tsr, Tar, Trg and Tap, mediate attractant and repellent responses to various chemicals and other stimuli.
The genes encoding these MCPS belong to the flagellar regulon whose transcription is under the control
of the master regulator FIhDC as well as the alternative sigma factor FIiA. However, factors that does

not belong to the regulon are known to regulate the transcription of some genes encoding flagellar

proteins and MCPs.

In this study, | searched for transcription factors (TFs) that regulate tar.

Promoter-specific transcription factor (PS-TF) screening of more than 200 purified TFs revealed that at least 9
TFs bind in vitro to the tar promoter region. Involvement of these TFs in regulation of tar was confirmed by
Northern blotting and reverse transcription PCR analyses. Deletion of the genes encoding some of these TFs
resulted in the defects in chemotaxis as judged from swarm and temporal stimulation assays. Taken together, it
is concluded that the tar promoter is under the control of PdhR
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