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ANALYSIS OF A SPOLUTATION GENE SPOOE IN BACILLUS SUBTILIS
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Initiation of sporulation in Bacillus subtilis is regulated by a signal transduction pathway called the

phosphorelay. The processing and integration of the signals by the phosphorelay control the level of

phosphorylation of the transcription factor, SpoOA, while SpoOE (85aa) composed of two a-helices is a

phosphatase specifically active on SpoOA-P. To study the amino acid residues at the C terminus of the

SpoOE for enzymatic activity, a series of C-terminal deletion mutants of SpoOE were analyzed. I found

that the phosphatase activity was reduced by the deletions, 3-5 aa and 33-50 aa residues from the C

terminus, whereas the activity was increased by the deletions 6-30 aa residues from the C terminus. |

further demonstrated that the phosphorylated SpoOA is required for initiation but also for the subsequent

progression of sporulation.
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